Table S4. Proportion of 25 MLVA loci of Yersinia pestis CO92 matched reads obtained under

whole genome amplification (WGA) versus target enrichment (TE) conditions

25 MLVA loci
Sample Enrichment Total reads Percentage
matched reads
WGA 8,132,494 33 0.0004%
#24-2
TE 396,716 40,291 10.15%
WGA 10,379,556 6,411 0.062%
#24-5
TE 501,550 43,757 8.72%
WGA 11,094,794 258 0.002%
#24-8
TE 566,767 44,166 7.79%
WGA 7,643,894 0 0%
#24-10
TE 165,033 25,395 15.39%




